plasmids has greatly facilitated their spread (6). In our previous study that identified 53 107 community-associated ESBL-producing E. coli isolates from five states in the 54 United States, 54% belonged to ST131, and 91% carried bla CTX-M (78 bla 12 55 bla , and 5 other bla CTX-M variants) (2). In a follow-up study elucidating the 
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Study strains. E. coli isolates CA08, CA14, and CA28 were selected from our 75 previous study in order to represent different states of origin, bla CTX-M types and 76 ST131 status (Table 1) (7). Isolates CA14 and CA28 carried bla , while CA08 77 carried bla . Isolates CA08 and CA14 belonged to ST131, while CA28 78 belonged to a non-ST131 sequence type (ST44). All three bla CTX-M -harboring 79 plasmids belonged to IncFII-FIA-FIB by PBRT, the dominant replicon type among 80 the bla CTX-M -harboring plasmids in the U.S. (7). The antimicrobial susceptibility of 81 these isolates was reported previously (7). IncF bla CTX-M-14 -harboring plasmid pETN48 (FQ482074 
